5 141250

109# 2534 B 487

X IS TN
-~ 13
P‘:i:lil ~ - ~ -
F}%ﬁ v F}%ﬁk ﬁ “FRE A R RX >F3F
AR AR ACE AR 2B AR | YRR
I R I
2 iz Ey
B el FHEER
FL AR L F 4
{;E&E& 2’]5‘:‘? R B
AR OF LR T FFEE
) &P)EE > (T% 'Fﬁgpégi{zgr{; 6-’}_,;%)1!@‘};%L_Féa$¥ » AN RIERE L f%ﬁé.&ﬁ, IR AN
(E)ﬂiﬁiﬁ“,ﬁ:f.%?“ AEIE N R AR FITE o

- SR Mg e A g (& ) AE104 0 2204 )
()i 3§ Telomere ? # &% % fr ? I 3335 Telomerase 2 1% o
(O3} Alurepeat ? 4oim 4 47 5% A F] = ¢ £ F $ Alu insertion z_ #25 ?

I

CEP I ¥4 4 e ¢ DNA polymerase o ~ DNA polymerase B ~ DNA
polymerase y ~ DNA polymerase 8 2 DNA polymerase € & fi¥ 2% 2_# it
(154 )

'

SR A P 2 @R P
(—)i’éf? #& 4% (Transcription) p¥4efe 207 g3 DNA ¢ 2 78— 3 1% 5
% (Template strand ) ? (54 )

(—) fm ;ﬁ Epigenetic effects ? & 38 3. - (104 )

@i} RNAediting ? ¥ 31 vf 54 &5 % 4 2. Apolipoprotein-B & F] & 13
e (104 )

(W44 4% 3% (Translation ) > 3P Jm®2 @ deie 12543 75 (Codon) 2 f&4F
FOR IR AEAE 5 2 B a? (10@ )

2z ~ B3 DNA R %% B4 > B ‘2. SOS response ? # RecA £
LexA 2. (5% § 4o ren? (104 )

I~ B A AP G (54104 0 2204 )
(&Real-time RT-PCR( Real -time reverse transcription-polymerase chain reaction )
Z2_ Rk
O3+ Massively parallel sequencing ( ¥ Next generation sequencing )
ZREE AP R FRER DR



